Clostridium difficile-related enteric disease (15) is diagnosed through a combination of clinical and laboratory procedures, including isolation of the pathogen (9; E. J. Baron, Clin. Microbiol. Newsl. 11:118-120, 1989). George et al. (4) developed cycloserine-cefoxitin-fructose-egg yolk agar (CCFA) for the isolation of C. difficile, and the organism was observed to grow on this medium with characteristic morphological and fluorescence properties. Such characteristics are used by several laboratories as criteria for the presumptive identification of the organism on CCFA. However, cost and time-related factors may dictate the use of other media, which are often less selective. This makes it unsafe to rely on visual characteristics alone. Consequently, an additional test is sometimes needed, as in our laboratory, where anaerobic brain heart infusion agar (6) (Fig. lA) . Fifty-three negative control strains and 161 test organisms did not produce p-cresol (Fig. lB) . Thirty-four p-cresol-negative test organisms, which were selected randomly, were identified as bacteroides, coliforms, clostridia other than C.difficile, and enterococci. p-Cresol production by mixed cultures containing C. difficile was evaluated. Individual tubes of PYG + PHPA containing two colonies of C. difficile were set up. Each was then inoculated with two to four colonies of one of each of the following organisms and tested after 18 h: Bacteroides fragilis, C. butyricum, C. sporogenes, Fusobacterium sp., P. anaerobicus, Escherichia coli, Enterobacter spp., and Enterococcus spp. C. difficile was also tested with each of the following pairs of organisms: B. fragilis and C. butyricum, C. butyricum and Escherichia coli, Escherichia coli and Enterobacter spp., and Escherichia coli and Enterococcus spp. In each case, p-cresol production was not inhibited, and peaks resembling that in Fig. lA only organism that produced p-cresol, and results of the study show how commercially prepared PYG can be conveniently modified and used for its presumptive identification. The p-cresol extraction procedure and the gas-liquid chromatography run described here are shorter than those described by other workers (8, 10, 11, 13) . Interpretation of chromatograms involved a search for a single component, p-cresol. Variation in the size of the p-cresol peak among strains of C. difficile did not affect interpretation.
Microsystems are available for the rapid identification of C. difficile (1). In our experience, none is without flaws. We agree with Lyerly et al. (9) that these microsystems are in need of critical evaluation. p-Cresol detection, as described in this report, could be used as an adjunct to any one of the microsystems.
Several investigators (5, 7, 12, 14) have attempted to predict the presence of C. difficile in stool specimens by screening such specimens for p-cresol and fatty acids. Their results seem to indicate that such products, when detected in stool specimens, are not specific indicators of the presence of C. difficile. Lyerly et al. (9) felt that these systems were not specific enough for use in clinical diagnosis.
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